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Aquipuribacter nitratireducens sp. nov., a
novel bacterium isolated from a soil sample

of mud volcano, Andaman Islands, India.
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New taxa (Actinobacteria)

The GenBank/EMBL/DDBJ accession number for the 16S rRNA gene sequence of

strain AMV4' is FN397670.
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Second Dimension

First Dimension

Supplementary Fig. S1. Two-dimension thin-layer chromatogram of the total lipids of
Aquipuribacter nitratireducens AMV4'. The TLC plate was sprayed with
molybdatophosphoric acid. The first dimension was run from left to right and the second
dimension from bottom to the top. Abbreviations: PG, phosphatidylglycerol; GL,
unidentified glycolipid; PL, unidentified phospholipid; L, unidentified lipid. The the spots
were identified as phospho-, amino- or glyco-lipids by spraying with molybdenum blue,

ninhydrin and a—napthol reagents respectively.
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Arssnicicoccus bolidensia CCUG 473067 (AJS58133)
100 Aquipuribacter nitratireducens AMV4T (FN397670)
Aquinuribactsr hungaricus IV-TST (FM1T3321)
a0 Sarinicoccus marines JC1078T (AY382808)
Ormittinimicrobivm humighium HKL 01247 (AJ2T7650)
79 Marifiabitans asiaticumHG 6677 [AB286025)
— Kribbia diesalivoransN113T (DQAT270T)
Lapificocous fejuensis R-4c013T (AM333397)
B4 Ornithinicocous horfensisHIKI 012587 (Y 17869)
Orvzihumus lepfocrescens KV-628T (AB193172)
T Janihacter fimosus DS 111407 (Y08533)
&1 Tefrasphasra janonica T1-X77 (AF125002)
Knoallia sinensis DEM 123317 [AJ204412)
54 Phycicoccus fajuensis KEW2-15T (DQ345443)
A3 Fodinibacter futeuws YIM CO03T (EUETS005)
Ornithinibacter aureus HB0O9001T (FJT96074)

Terrabacter tumescens KCTC 91337 {AFQ05023)

Terracocous fufeus DSM 442677 (Y 11928)

——— Humihacillus xanthopallidus KW-663T (AB2828588)
fnfragporangium calvum DS 430437 (CP002343)
Humihabitans oryzae KY-657T (AB282687)
Micrococous fufeus DSM 200307 (AJ536198)
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Supplementary Fig. S2. Neighbour-joining phylogenetic tree, based on 16S rRNA gene
sequences, showing the distant relationships between strain AMV4' and representatives

of the species belongs to the family Intrasporangiaceae, Numbers at the nodes are

bootstrap values >50%. Micrococcus luteus DSM 20030" was used as an out group.

Bar, 0.01 substitutions per nucleotide position.



