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Figure S2: Juvenile polyps are recolonized differentially with larvae (bL) or juvenile bacteria
(bJ). (A) Bacterial communities were clustered using PCoA of the Weighted UniFrac distance matrix.
The percent variation explained by the principal coordinates is indicated at the axes. bL — source
bacteria of larvae, bJ — source bacteria of juvenile polyps, J+bL — bacterial community of polyps
recolonized with bL after 3dpr and 7dpr, J+bJ — bacterial community of polyps recolonized with bJ
after 3dpr and 7dpr. (B) Weighted UniFrac distances to bJ after 3dpr and 7dpr. Statistical analysis was
conducted using analysis of variance (ANOVA; ***p <0.001, n =5).



