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Table S1. Results of three algorithms for selection of most stable expressed genes over the
experimental data set.
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Figure S1. Heat map showing mean values on relative Zostera marina gene expression (-
ACt) for 18 targeted genes following 9 days of inoculation by Labyrinthula zosterae under
different treatment conditions. T+: increased temperature; T-: ambient temperature; L+:
ambient light; L-: reduced light; D +: damaged; D- : undamaged; I+: inoculated with L.
zosterae; 1-: non-inoculated.



