
Complex interactions of temperature, light and tissue damage on seagrass 
wasting disease in Zostera marina 

Stina Jakobsson-Thor, Janina Brakel, Gunilla B. Toth and Henrik Pavia 

 
Supporting information 
 
Table S1 
Figure S1 
 
Table S1. Results of three algorithms for selection of most stable expressed genes over the 
experimental data set. 
 
GeNorm1 Normfinder2 Bestkeeper3 
10kDa APX ubiquitin 
SOD SOD GRFb 
APX GADPH APX 
GRFb ubiquitin 10kDa 
ubiquitin 10kDa eIF4A 
 
1(Vandesompele et al., 2002) 
2(Andersen et al., 2004) 
3(Pfaffl et al., 2004) 
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Figure S1. Heat map showing mean values on relative Zostera marina gene expression (-
ΔCt) for 18 targeted genes following 9 days of inoculation by Labyrinthula zosterae under 
different treatment conditions. T+: increased temperature; T-: ambient temperature; L+: 
ambient light; L-: reduced light; D +: damaged; D- : undamaged; I+: inoculated with L. 
zosterae; I-: non-inoculated. 
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