85/-

93/937

58/-

99/613, Streptosporangium vulgare DSM 438027 (X89955)
100/993 Streptosporangium roseum DSM 430217 (X89947)

99/973 Streptosporangium album DSM 430237 (X89934)

98/892

94/949

Streptosporangium longisporum DSM 431807 (X89944)

Planomonospora alba JCM 93737 (AB062381)

59/

100/1000 Planomonospora parontospora subsp. antibiotica JCM 3094T (AB028653)

Planomonospora sphaerica JCM 93747 (AB062382)
Planomonospora venezuelensis JCM 31677 (AB028655)

Nonomuraea dietziae DSM 443207 (AJ278220)

73/714 | Nonomuraea salmonea DSM 436787 (X97892)
64/522 | Nonomuraea bangladeshensis 5-10-10T (AB274966)

90/780

Nonomuraea turkmeniaca DSM 439267 (AF277201)

80/734
65/674

51/676

64

71/704 Nonomuraea polychrome NBRC 143457 (U48977)

/685—|— Nonomuraea helvata NBRC 146817 (U48975)

96/948 Nonomuraea angiospora NBRC 131557 (U48843)

Nonomuraea spiralis NBRC 140937 (U48983)

Sphaerisporangium album YIM 487827 (EU499344)

Sphaerisporangium rubeum 3D-72(35)T (AB208718)

Sphaerisporangium cinnabarinum DSM 440947 (X89939)

Sphaerisporangium flaviroseum YIM 487717 (EU499338)

Sphaerisporangium melleum 3-28(8)" (AB208714)

77/656
Sphaerisporangium viridialbum DSM 438017 (X89953)

100/1000 Microtetraspora malaysiensis H47-77 (AB062383)
Microtetraspora glauca DSM 433117 (X97891)
95/898 Microbispora rosea subsp. rosea NBRC 140447 (D86936)
97/802 79/549 4' Microbispora rosea subsp. aerate ATCC 154487 (U48984)
100/937 IPlanotetraspora silvatica TT 00-517 (AB112082)
77/558] L Planotetraspora mira NBRC 154357 (D85496)
86/617 Streptosporangium claviforme DSM 441277 (X89940)
91/81 1ﬂospora cretacea NBRC 154747 (D85485)
71/786 Acrocarpospora corrugata DSM 433167 (X89941)
Acrocarpospora macrocephala NBRC 162667 (AB025318)
P

0.005



Supplementary Fig. S1. Phylogenetic tree of 16S rRNA gene sequences
generated by using two methods [neighbour-joining (NJ) and maximum-
likelihood (ML)], showing the relationships of strains YIM 487717, YIM
48782T and representative species of other genera (Planomonospora,
Nonomuraea, Microtetraspora, Planotetraspora, Herbidospora,
Streptosporangium) (Chun et al., 2X007) of the family Streptosporangiaceae.
Numbers (NJ/ ML) on branch nodes are bootstrap percentages (1000
resamplings, only values over 50 %/500 are given) for NJ and ML analyses.
Bar, 0.5 % sequence divergence.
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