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Supplementary Fig. S1. Phylogenetic tree of 16S rRNA gene sequences 
generated by using two methods [neighbour-joining (NJ) and maximum-
likelihood (ML)], showing the relationships of strains YIM 48771T, YIM 
48782T and representative species of other genera (Planomonospora, 
Nonomuraea, Microtetraspora, Planotetraspora, Herbidospora, 
Streptosporangium) (Chun et al., 2X007) of the family Streptosporangiaceae. 
Numbers (NJ/ ML) on branch nodes are bootstrap percentages (1000
resamplings, only values over 50 %/500 are given) for NJ and ML analyses. 
Bar, 0.5 % sequence divergence.
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