Desulfobulbus elongatus str. FP, X95180

Desulfobulbus rhabdoformis str. M16, U12253

8_10B72

Yonaguni Knoll IV hydrothermal sediment clone OT-B17.08, AB252437
Inactive deep-sea hydrother\r}w}?llvl\éenf‘]cg\ir)nzwneys clone IndB4-24, AB100012

Desulfo
-bulbuseae

River Colne estuary UK marine sediment clone CBII30, DQ831546
YKMB_1 Goulf Mexico hypersaline sediment clone SURF-GC205-Bac32, DQ521816
Uncultured delta proteobacterium clone Hyd01-30 AJ535242
Yonaguni Knoll IV hydrothermal field southern Okinawa Trough clone OT-B13.06, AB252436
YKPC203_65B4
Hydrate rld%;e clone Hyd89-08, AJ535234
YKM8
Marine methane seep clone, AF354156
Marine methane seep clone, AF354152
Gulf Mexico hypersaline sediment clone SMI1-GC205-Bac2k, DQ521792
Marine methane seep clone, AF354150
Marine sediment above hydrate rld?e clone Hyd89-66 , AJ535250
Yona%unl Knoll IV hydrothermal sediment clone OT-B08. 16, AB252432
YKM8_13B15
YKM8_13B12
Marine sediment clone HMMVBeg-45, AJ704697
YKM8_11B59
Marine methane seep clone, AF354163
YKM8_10B41

SEEP-SRB2

Temperate estuarine mud clone KM88, AY216443

YKM8_11B95

Desulfosarcina variabilis, M34407

Desulfococcus multivorans str. DSM 2059, AF418173

Marine sediment clone HMMVBeg-12, AJ704684

YKM8_11B81
94

SEEP-SRB1

Guaymas Basin hydrothermal vent sediments clone B02R021, AY 197402
YKM8_13B18
YKM8_11B8
Desulfobacterium vacuolatum str. DSM 3385, AF418178
Bacterium clone 2BP-6, AF121886
YKM8 10B43
Desulfobacterium sp. mXyS1, AJ006853
Gulf Mexico hypersaline sediment clone SMI1-GC205-Bac66, DQ521800
ﬁ| Hydrothermal sediment clone AF420341
YKM8_11B84
94 Victoria Harbour sediment clone VHS-B3-70, DQ394958
YKM8_11B96
Marine sediment clone HMMVPog-8, AJ704690

YKM8_10B1

Marine methane seep clone, AF354155
YKPC203_65B22
"Ridge flank crustal fluids clone FS266-91B-03, AY869686
YKPC203_65B32
94 Microbial life fluids ridge flank crustal fluid clone FS142-36B-02, DQ513032
YKPC203_65B40

YKM8_10B17

Deep-sea sediment clone MBMPE64, AJ567568

YKPC203_65B35

Mid—-Atlantic Ridge hydrothermal sediment clone AT-s68, AY225627
YKM8_10B78
Mid-Atlantic Rldge hydrothermal sediment clone AT-s3-1, AY225632
YKM8 10B19
Thioalkalispira microaerophila str. ALEN 1, AF481118
YKMIE?aﬁI\ée deep-sea hydrothermal vent chimneys clone lheB2-23, AB099938
Yonaguni Knoll IV hydrothermal sediment clone OT-B17.13, AB252438
Methylobacter sg str. LW14, AY007296.1
Gamma proteobacterium clone HMMVCen-14 AJ704655

YKPC203_65B2
YKPC203 65B1
soil naked tidal flat sediment near mangrove clone MSB-1E11, EF 125404
YKPC203_65B11
Pseudomonas alcaligenes str. ATCC 12815, AJ006110

YKM8_13B27
Suiyo Seamount hydrothermal plume clone SUP05-12, AB112454
YKPC201_25B43
Bathymodiolus azoricus thioautotrophic gill symbiont, AY951931
Rahnella aquatilis str. ATCC 33989, X79939
YKM8_13B42

Yonaguni Knoll IV hydrothermal sediment clone OT-B06.10, AB252427
hiomicrospira thermophila str. 178, AB166731.

Beggiatoa alba str. B18LD, ATCC 33555, AF110;
L Yonaguni Knoll IV hydrothermal sediment clone OT—-B06. 06 ABZ52426
oseovarius sp. str. HTCC2601, NZ_AATQ01000003

61
b4/ YKM8_10B70 .
Sphingomonas sp. str. P5-36, AB288316 Alphaproteobacteria
Mid-Atlantic Ridge hydrothermal 'sediment clone AT-s3-44, AY225603
4 YKPC203_65B10

98 Thiomicrospira denitrificans str. ATCC 33889, NC_007575
Sulfurimonas autotrophica str. OK5, AB088432
Uncultured epsilon proteobacterlu;{n clone B1 EU729321

Yonaguni Knoll IV hydrothermal sedlment clone OT-B17.15, AB252439

Sulfurovum lithotrophicum str. 42BKT, AB091292

Nitratifractor salsuginis str. E9I37- 1, AB175500

94 seafloor methane hydrate clone ODP123086 31, AB177222

YKM8_11B1

Uncultured organism clone MAT-CR-P1-D10, EU246006
YKM8_10B9

Deltaproteobacteria

Desulfobacteraceae

NB1-j

Gammaproteobacteria

proteobacteria

Epsilon-

deep-sea sediment clone BD2-2, AB015532
CFB

YKM8_11B74

hydrothermal vent clone VC2.1 Bac22, AF068798.2
YKM8_13B16_H02_016, ARB 359CEACD

Cytophaga lytica, M62796

Flexibacter flexilis, M62794

94
0.10 YKM8_11B49

61 Gulf Mexico hypersaline sediments clone SURF-GC205-Bac17, DQ521810

61 YKPC203_65B13 . .
o3| YKPC203_65B36 Acidobacteria
Mid-Atlantic Ridge hydrothermal sediment clone AT-s65, AY225644

Acidobacteriaceae KP3, AY765992

94 anoxic marine sediment clone LD1-PA13, AY114311
90, YKPC203_65B3
Gulf Mexico hypersaline sediment clone SMI1-GC205-Bac58, DQ521801
94r Dehalococcoides ethenogenes str. 195, NC_002936 I Chloroflexi

L Gulf Mexico hypersaline sediments clone SMI1-GC205-Bac3a, DQ521795
Yonaguni Knoll IV hydrothermal sediment clone OT-B07. 11 AB252429 IOP5
YKM8_9B20

6 onaguni Knoll IV hydrothermal sediment clone OT-B07.20, AB252431
hot spring clone OPBZgAF027088 Y IOP3

Aquifex pyrophilus str. Kol5a, M83548.2

Supplementary Figure S2. Phylogenetic trees of bacterial 16S crDNA sequences obtained from the MUCS8 and
Dive 203 PC8 sediment cores. Clones noted in red represent sequences obtained in this study. The tree was
constructed based on a subset of ~600 bp sequences using the neighbor-joining method. Only one representative of
each sequence group with >97% identity is shown. Bootstrap values are expressed as percentages determined from
1,000 trials; the values at the nodes are the values that were greater than 50%. Scale bar represents 10% estimated
sequence divergence.



