Tenacibaculum lutimaris TF-26" (AY661691)
89 Tenacibaculum lutimaris TF-42 (AY661693)
Tenacibaculum lutimaris TF-28 (AY661692)

271 " Tenacibaculum lutimaris TF-53 (AY661694)

24

51 |

_I:Tenacibaculum aestuarii SMK-4T (DQ314760)
8L Tenacibaculum sp. SMB27 (DQ868688)
Tenacibaculum litopenaei B-1" (DQ822567)
_i Tenacibaculum amylolyticum MBIC4355T (AB032505)
n Tenacibaculum skagerrakense D30T (AF469612)
Tenacibaculum litoreum CL-TF13T (AY962294)
Tenacibaculum mesophilum MBIC1543 (AB032502)
97| [ Tenacibaculum mesophilum MBIC1140" (AB032501)
98| Tenacibaculum mesophilum MBIC4356 (AB032503)
76! Tenacibaculum mesophilum MBIC4357 (AB032504)
Strain B390T (AM412314)
Tenacibaculum ovolyticum SE1 (AY771741)
Tenacibaculum sp. MGP-10 (AF530136)
Tenacibaculum sp. WEXT4 (AB274770)
Tenacibaculum sp. MGP-74/AN6 (AF530150)
100 | Tenacibaculum sp. SW258 (AF493677)
Tenacibaculum sp. SW274 (AF493678)
Tenacibaculum ovolyticum IAM 14318 (AB032506)
Tenacibaculum ovolyticum IFO15992 (AB032507)
100 | Tenacibaculum ovolyticum IFO 15947 (AB078058)
Tenacibaculum ovolyticum IFO15993 (AB032508)
Tenacibaculum sp. HJ103 (DQ660385)
61[ Tenacibaculum maritimum ATCC 43398 (M64629)
Tenacibaculum maritimum IFO 159467 (AB078057)

67

100 | Tenacibaculum maritimum NCIMB 2154 (D14023)

7 Tenacibaculum maritimum JCM 8137 (D12667)
Polaribacter franzmannii 3017 (U14586)

100

_L— Polaribacter filamentus 2157 (U73726)
84 — Polaribacter glomeratus ATCC 438447 (M58775)

Supplementary Fig. S1. Neighbour-joining
the databases (accession numbers in paren
given as percentages at branching points.

Flexibacter flexilis ATCC 230797 (M62794)

tree based on 16S rRNA gene sequences available from
theses). Bootstrap values based on 1000 replications are
The tree was calculated using Flexibacter flexilis ATCC

230797 as an outgroup. Bar, 0.02 substitutions per nucleotide position.
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