Supplementary Figures 9: The following plots display the relative abundances of the 25 most important genera for TNT classification. The samples
were arranged using a proximity matrix of a TNT-classifying random forest model. Each plot is identifiable via a letter in the top left, additionally the
full lineage of each genus was provided. For additional context, these plots can be compared with the supervised PCA ordination colored by sampling
area.

The samples were labelled with two values. The upper value indicates the amount of times this sample was wrongly predicted by the prediction
robustness analysis. The lower number displays together with the color gradient the relative abundance, yellow being the highest value. The values
were expressed as a percentage and rounded. Only samples containing a given genus were labelled.

Please note that it is possible to zoom into the pdf-files without loss of resolution.
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